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Supplementary Table 5.2 16S 
 

Bag 4 Bass Coast 
Bag 4 % Hits 

 Staphylococcus pettenkoferi 70.35 
 Corynebacterium falsenii 11.68 

 Rothia koreensis 3.15 
 Corynebacterium tuberculostearicum 2.82 

 Moraxella osloensis 1.45 
 Corynebacterium ihumii 0.99 

 Corynebacterium minutissimum 0.87 
 Rothia amarae 0.82 

 Staphylococcus massiliensis 0.77 
 Brachybacterium huguangmaarense 0.74 

Corynebacterium resistens 0.68 
 Dermacoccus profundi 0.59 

 Corynebacterium massiliense 0.53 
 Acinetobacter johnsonii 0.45 
 Brevibacterium iodinum 0.37 

 Corynebacterium jeikeium 0.33 
 Micrococcus luteus 0.30 

 Acinetobacter lwoffii 0.29 
 Brevibacterium paucivorans 0.21 

 Kytococcus schroeteri 0.21 
 Corynebacterium camporealensis 0.20 

 Cryobacterium soli 0.15 
 Dietzia timorensis 0.14 

 Corynebacterium amycolatum 0.13 
 Mammaliicoccus lentus 0.12 

 Facklamia languida 0.10 
 Finegoldia magna 0.10 

 Macrococcus caseolyticus 0.10 
 Paracoccus hibisci 0.10 

 Psychrobacter pulmonis 0.10 
 Brevundimonas vesicularis 0.08 

 Abyssicoccus albus 0.07 
 Corynebacterium glyciniphilum 0.06 

 Streptococcus mitis 0.06 
 Diplorickettsia massiliensis 0.05 

 Aerococcus urinaeequi 0.04 
 Corynebacterium appendicis 0.03 
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 Phocaeicola vulgatus 0.03 
 Truepera radiovictrix 0.03 

 Anaerococcus octavius 0.03 
 Methylobacterium longum 0.03 

 Dermabacter hominis 0.03 
 Streptococcus salivarius 0.03 

 Sphingomonas kyungheensis 0.03 
 Corynebacterium suicordis 0.02 
 Epilithonimonas hominis 0.02 

 Deinococcus proteolyticus 0.02 
 Peptoniphilus grossensis 0.02 

 Kocuria rosea 0.02 
 Jeotgalicoccus huakuii 0.02 
 Fenollaria massiliensis 0.02 
 Romboutsia timonensis 0.02 

 Anaerococcus provencensis 0.02 
 Methylobacterium bullatum 0.02 

 Methylorubrum populi 0.02 
 Haematobacter massiliensis 0.02 

 Sphingobium limneticum 0.02 
 Sphingopyxis italica 0.02 

 Corynebacterium bovis 0.01 
 Corynebacterium halotolerans 0.01 

 Barrientosiimonas marina 0.01 
 Chryseobacterium indoltheticum 0.01 

 Chryseobacterium taklimakanense 0.01 
 Ignavigranum ruoffiae 0.01 

 Blautia caecimuris 0.01 
 Veillonella dispar 0.01 

 Anaerococcus prevotii 0.01 
 Methylobacterium jeotgali 0.01 

Sphingomonas aerolata 0.01 
 Acinetobacter ursingii 0.01 

 Corynebacterium doosanense 0.01 
 Corynebacterium urealyticum 0.01 

 Rhodococcus fascians 0.01 
 Williamsia muralis 0.01 

 Propioniferax innocua 0.01 
 Collinsella aerofaciens 0.01 

 Kaistella jeonii 0.01 
 Sphingobacterium daejeonense 0.01 

 Loriellopsis cavernicola 0.01 
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 Aerosakkonema funiforme 0.01 
 Staphylococcus pasteuri 0.01 
 Clostridium saudiense 0.01 
 Anaerobutyricum hallii 0.01 

 Blautia wexlerae 0.01 
 Lachnospira eligens 0.01 

 Anaerococcus vaginalis 0.01 
 Peptoniphilus ivorii 0.01 
 Peptoniphilus olsenii 0.01 

 Brevundimonas naejangsanensis 0.01 
 Enterovirga rhinocerotis 0.01 

 Massilia suwonensis 0.01 
 Enterobacter cloacae 0.01 

 Shigella sonnei 0.01 
 Erwinia gerundensis 0.01 

 Pseudomonas aeruginosa 0.01 
 Pseudomonas paralactis 0.01 

 Luteimonas terrae 0.01 
 Stenotrophomonas rhizophila 0.01 

Miscellaneous unidentified 0.01 
Total 100.00 

 

Bag 5 Bass Coast 
Bag 5 % Hits 

 Staphylococcus pettenkoferi 71.90 
 Corynebacterium tuberculostearicum 6.33 

 Rothia koreensis 5.51 
 Corynebacterium ihumii 2.17 

 Pseudomonas aeruginosa 1.84 
 Moraxella osloensis 1.34 

 Brachybacterium huguangmaarense 0.95 
 Abyssicoccus albus 0.93 

 Bacillus paralicheniformis 0.92 
 Staphylococcus massiliensis 0.90 
 Corynebacterium resistens 0.86 
 Corynebacterium jeikeium 0.55 

 Kytococcus schroeteri 0.53 
 Jeotgalicoccus huakuii 0.47 
 Aerococcus urinaeequi 0.45 

 Brevibacterium iodinum 0.42 
 Corynebacterium massiliense 0.38 
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 Micrococcus luteus 0.35 
 Corynebacterium minutissimum 0.29 

 Psychrobacter pulmonis 0.24 
 Alloiococcus otitis 0.22 

 Acinetobacter lwoffii 0.21 
 Brevibacterium paucivorans 0.14 

 Anaerococcus octavius 0.13 
 Corynebacterium falsenii 0.12 
 Acinetobacter johnsonii 0.12 

 Paracoccus hibisci 0.11 
 Facklamia languida 0.10 
 Dietzia timorensis 0.09 

 Mammaliicoccus lentus 0.08 
 Corynebacterium amycolatum 0.08 

 Methylobacterium longum 0.07 
 Loriellopsis cavernicola 0.07 
 Ignavigranum ruoffiae 0.07 

 Macrococcus caseolyticus 0.06 
 Cryobacterium soli 0.06 

 Rothia amarae 0.05 
 Roseomonas gilardii 0.05 

 Sphingomonas kyungheensis 0.05 
 Corynebacterium glyciniphilum 0.04 

 Epilithonimonas hominis 0.04 
 Brevundimonas vesicularis 0.04 

 Finegoldia magna 0.04 
 Diplorickettsia massiliensis 0.03 
 Aerosakkonema funiforme 0.03 

 Fenollaria massiliensis 0.03 
 Sphingomonas aerolata 0.03 
 Methylorubrum populi 0.03 
 Dermacoccus profundi 0.02 

 Nesterenkonia lacusekhoensis 0.02 
 Romboutsia timonensis 0.02 

 Ezakiella coagulans 0.02 
 Dermabacter hominis 0.02 

 Salinicoccus qingdaonensis 0.02 
 Haematobacter massiliensis 0.02 

 Rhodococcus fascians 0.01 
 Streptococcus mitis 0.01 

 Anaerococcus prevotii 0.01 
 Bosea lathyri 0.01 
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 Williamsia muralis 0.01 
 Brevibacterium pityocampae 0.01 

 Luteococcus peritonei 0.01 
 Streptomyces lavendulae 0.01 

 Anaerococcus provencensis 0.01 
 Ensifer collicola 0.01 
 Pantoea brenneri 0.01 

 Acinetobacter guillouiae 0.01 
 Corynebacterium suicordis 0.01 

 Phycicoccus elongatus 0.01 
 Propioniferax innocua 0.01 
 Phocaeicola vulgatus 0.01 

 Sphingobacterium daejeonense 0.01 
 Aliterella antarctica 0.01 

 Deinococcus wulumuqiensis 0.01 
 Enterococcus faecalis 0.01 

 Streptococcus salivarius 0.01 
 Clostridium saudiense 0.01 

 Anaerococcus vaginalis 0.01 
 Methylobacterium bullatum 0.01 

 Massilia suwonensis 0.01 
 Shigella sonnei 0.01 

 Luteimonas terrae 0.01 
 Stenotrophomonas chelatiphaga 0.01 

Miscellaneous unidentified 0.06 
Total 100.00 

 

Bag 8 Melbourne Metropolitan 
Bag 8 % Hits 

 Staphylococcus pettenkoferi 57.34 
 Rothia koreensis 16.08 

 Corynebacterium tuberculostearicum 5.00 
 Corynebacterium ihumii 2.19 
 Brevibacterium iodinum 1.95 

 Moraxella osloensis 1.77 
 Corynebacterium massiliense 1.73 

 Brachybacterium huguangmaarense 1.13 
 Corynebacterium minutissimum 1.00 

 Corynebacterium resistens 0.87 
 Corynebacterium jeikeium 0.71 

 Rothia amarae 0.71 
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 Micrococcus luteus 0.65 
 Brevibacterium paucivorans 0.61 

 Corynebacterium glyciniphilum 0.51 
 Anaerococcus octavius 0.50 

 Bacillus paralicheniformis 0.46 
 Abyssicoccus albus 0.45 
 Dietzia timorensis 0.44 

 Corynebacterium bovis 0.43 
 Staphylococcus massiliensis 0.40 

 Finegoldia magna 0.38 
 Corynebacterium falsenii 0.32 
 Psychrobacter pulmonis 0.32 
 Kytococcus schroeteri 0.26 

 Rhodococcus corynebacterioides 0.25 
 Acinetobacter lwoffii 0.25 
 Cryobacterium soli 0.16 

 Dermacoccus profundi 0.15 
 Anaerococcus provencensis 0.15 

 Deinococcus taklimakanensis 0.14 
 Aerococcus urinaeequi 0.14 

 Facklamia languida 0.14 
 Peptoniphilus grossensis 0.13 

 Paracoccus hibisci 0.12 
 Anaerococcus vaginalis 0.12 

 Corynebacterium amycolatum 0.11 
 Mammaliicoccus lentus 0.11 
 Dermabacter hominis 0.08 

 Corynebacterium appendicis 0.07 
 Peptoniphilus olsenii 0.07 

 Brevundimonas vesicularis 0.07 
 Pseudomonas soli 0.07 

 Acinetobacter johnsonii 0.07 
 Methylobacterium jeotgali 0.06 
 Epilithonimonas hominis 0.06 
 Jeotgalicoccus huakuii 0.06 

 Peptoniphilus ivorii 0.06 
 Kaistella jeonii 0.04 

 Corynebacterium doosanense 0.03 
 Gordonia sputi 0.03 

 Enterococcus faecalis 0.03 
 Streptococcus agalactiae 0.03 

 Anaerococcus senegalensis 0.03 
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 Brevundimonas naejangsanensis 0.03 
 Sphingomonas kyungheensis 0.03 

 Corynebacterium halotolerans 0.03 
 Phycicoccus elongatus 0.03 

 Streptococcus mitis 0.03 
 Streptococcus salivarius 0.03 

 Methylobacterium indicum 0.03 
 Methylobacterium longum 0.03 
 Pseudomonas aeruginosa 0.03 

Unknown 0.03 
 Brevibacterium pityocampae 0.02 
 Barrientosiimonas marina 0.02 

 Chryseobacterium indoltheticum 0.02 
 Fenollaria massiliensis 0.02 

 Porphyromonas bennonis 0.02 
 Macrococcus caseolyticus 0.02 

 Ezakiella coagulans 0.02 
 Methylobacterium bullatum 0.02 
 Rhizobium skierniewicense 0.02 
 Acinetobacter guillouiae 0.02 

 [Pseudomonas] geniculata 0.02 
 Corynebacterium kroppenstedtii 0.01 

 Cutibacterium acnes 0.01 
 Phocaeicola vulgatus 0.01 

 Jeotgalicoccus schoeneichii 0.01 
 Staphylococcus capitis 0.01 

 Staphylococcus lugdunensis 0.01 
 Staphylococcus pasteuri 0.01 
 Staphylococcus simulans 0.01 

 Anaerococcus nagyae 0.01 
 Roseomonas gilardii 0.01 

 Diplorickettsia massiliensis 0.01 
 Tahibacter aquaticus 0.01 

 Bifidobacterium faecale 0.01 
 Corynebacterium camporealensis 0.01 

 Dietzia cercidiphylli 0.01 
 Helcobacillus massiliensis 0.01 

 Streptomyces cacaoi 0.01 
 Chryseobacterium carnipullorum 0.01 

 Sphingobacterium hotanense 0.01 
 Aerosakkonema funiforme 0.01 
 Deinococcus radiophilus 0.01 
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 Clostridium saudiense 0.01 
 Acetivibrio saccincola 0.01 

 Enterovirga rhinocerotis 0.01 
 Methylorubrum populi 0.01 

 Haematobacter massiliensis 0.01 
 Sphingomonas aerolata 0.01 

 Shigella sonnei 0.01 
 Acinetobacter ursingii 0.01 

 Pseudomonas paralactis 0.01 
Miscellaneous unidentified 0.10 

Total 100 
 

Bag 9 Melbourne Metropolitan 
Bag 9 % Hits 

 Staphylococcus pettenkoferi 62.53 
 Rothia koreensis 9.60 

 Brevibacterium iodinum 3.74 
 Corynebacterium tuberculostearicum 3.68 

 Corynebacterium falsenii 3.51 
 Staphylococcus massiliensis 2.08 
 Corynebacterium jeikeium 1.66 

 Moraxella osloensis 1.65 
 Corynebacterium massiliense 1.55 

 Corynebacterium ihumii 1.39 
Brachybacterium huguangmaarense 1.28 

 Corynebacterium minutissimum 1.10 
 Corynebacterium resistens 0.94 

 Brevibacterium paucivorans 0.67 
 Anaerococcus octavius 0.37 

 Corynebacterium glyciniphilum 0.36 
 Dietzia timorensis 0.30 
 Micrococcus luteus 0.30 
 Cryobacterium soli 0.25 

 Corynebacterium amycolatum 0.21 
 Acinetobacter johnsonii 0.16 
 Mammaliicoccus lentus 0.15 

 Facklamia languida 0.14 
 Corynebacterium appendicis 0.12 

 Finegoldia magna 0.12 
 Paracoccus hibisci 0.12 

 Dermacoccus profundi 0.11 
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 Kytococcus schroeteri 0.10 
 Epilithonimonas hominis 0.10 
 Jeotgalicoccus huakuii 0.10 

 Bacillus paralicheniformis 0.10 
 [Pseudomonas] geniculata 0.09 

 Abyssicoccus albus 0.07 
 Acinetobacter lwoffii 0.07 

 Deinococcus taklimakanensis 0.06 
 Anaerococcus provencensis 0.06 

 Peptoniphilus grossensis 0.06 
 Brevundimonas vesicularis 0.06 

 Corynebacterium bovis 0.05 
 Corynebacterium camporealensis 0.04 

 Streptococcus mitis 0.04 
 Methylobacterium jeotgali 0.04 

 Brevibacterium pityocampae 0.03 
 Methylobacterium longum 0.03 
 Pseudomonas aeruginosa 0.03 

 Corynebacterium doosanense 0.03 
 Rhodococcus corynebacterioides 0.03 

 Dermabacter hominis 0.03 
 Deinococcus fonticola 0.03 

 Macrococcus caseolyticus 0.03 
 Ignavigranum ruoffiae 0.03 
 Enterococcus faecalis 0.03 

Psychrobacter pulmonis 0.03 
 Rhodococcus fascians 0.02 
 Propioniferax innocua 0.02 

 Kaistella jeonii 0.02 
 Deinococcus wulumuqiensis 0.02 

 Streptococcus salivarius 0.02 
 Anaerococcus nagyae 0.02 
 Peptoniphilus olsenii 0.02 

 Methylorubrum populi 0.02 
 Shigella sonnei 0.02 

 Corynebacterium frankenforstense 0.01 
 Corynebacterium suicordis 0.01 

 Rothia amarae 0.01 
 Collinsella aerofaciens 0.01 

 Chryseobacterium indoltheticum 0.01 
 Nosocomiicoccus ampullae 0.01 

 Acetivibrio saccincola 0.01 
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 Romboutsia timonensis 0.01 
 Anaerococcus prevotii 0.01 

 Anaerococcus senegalensis 0.01 
 Methylobacterium bullatum 0.01 
 Haematobacter massiliensis 0.01 

 Acinetobacter guillouiae 0.01 
 Corynebacterium halotolerans 0.01 

 Gordonia sputi 0.01 
 Barrientosiimonas marina 0.01 

 Phycicoccus elongatus 0.01 
 Microbacterium maritypicum 0.01 
 Nesterenkonia lacusekhoensis 0.01 

 Serinicoccus profundi 0.01 
 Phocaeicola vulgatus 0.01 
 Bacteroides uniformis 0.01 

 Sphingobacterium faecium 0.01 
 Sphaerobacter thermophilus 0.01 
 Deinococcus proteolyticus 0.01 
 Deinococcus radiophilus 0.01 

 Truepera radiovictrix 0.01 
 Brochothrix thermosphacta 0.01 

 Aerococcus urinaeequi 0.01 
 Fenollaria massiliensis 0.01 

 Blautia caecimuris 0.01 
 Blautia luti 0.01 

 Blautia wexlerae 0.01 
 Anaerococcus vaginalis 0.01 

 Peptoniphilus ivorii 0.01 
 Roseomonas gilardii 0.01 

 Sphingomonas kyungheensis 0.01 
 Diplorickettsia massiliensis 0.01 

 Acinetobacter ursingii 0.01 
 Pseudomonas paralactis 0.01 

Miscellaneous unidentified 0.01 
Total 100.00 

 

Bag 33 Bass Coast 
Bag 33 % Hits 

 Staphylococcus pettenkoferi 60.72 
 Corynebacterium falsenii 7.94 

 Corynebacterium tuberculostearicum 7.33 
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 Rothia koreensis 6.68 
 Brevibacterium iodinum 2.69 

 Brevibacterium paucivorans 2.28 
 Corynebacterium jeikeium 2.26 

 Brachybacterium huguangmaarense 0.97 
 Staphylococcus massiliensis 0.86 

 Corynebacterium ihumii 0.83 
 Sphingobacterium daejeonense 0.56 
 Corynebacterium massiliense 0.55 

 Facklamia languida 0.55 
 Kytococcus schroeteri 0.42 

 Mammaliicoccus lentus 0.38 
 Anaerococcus octavius 0.38 

 Luteimonas padinae 0.36 
 Psychrobacter pulmonis 0.33 

 Corynebacterium minutissimum 0.32 
 Cryobacterium soli 0.29 

 Dermacoccus profundi 0.24 
 Corynebacterium resistens 0.23 

 Paracoccus cavernae 0.20 
 Jeotgalicoccus huakuii 0.17 

 Luteimonas terrae 0.16 
 Dietzia timorensis 0.16 

 Moraxella osloensis 0.16 
 Paracoccus hibisci 0.14 

 Mobilicoccus pelagius 0.13 
 Peptoniphilus olsenii 0.12 

 Anaerococcus provencensis 0.11 
 Corynebacterium camporealensis 0.10 

 Micrococcus luteus 0.09 
 Propioniferax innocua 0.09 

 Nosocomiicoccus ampullae 0.08 
 Dermabacter hominis 0.06 

 Finegoldia magna 0.06 
 Corynebacterium amycolatum 0.06 

 Corynebacterium glyciniphilum 0.06 
 Anaerococcus senegalensis 0.06 

 Acinetobacter lwoffii 0.05 
 Chryseobacterium taklimakanense 0.05 

 Corynebacterium halotolerans 0.05 
 Macrococcus caseolyticus 0.04 

 Ignavigranum ruoffiae 0.03 
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 Peptoniphilus ivorii 0.03 
Acinetobacter johnsonii 0.03 

 Barrientosiimonas marina 0.03 
 Abyssicoccus albus 0.03 

 Brevundimonas vesicularis 0.03 
 Enterococcus faecalis 0.02 

 Alloiococcus otitis 0.02 
 Anaerococcus nagyae 0.02 

 Peptoniphilus grossensis 0.02 
 Anaerococcus prevotii 0.02 

 Anaerococcus vaginalis 0.02 
 Pseudomonas aeruginosa 0.02 

 Corynebacterium frankenforstense 0.01 
 Nocardioides terrae 0.01 
 Haoranjiania flava 0.01 

 Epilithonimonas pallida 0.01 
 Sphingobacterium terrae 0.01 

 Sphaerobacter thermophilus 0.01 
 Staphylococcus simulans 0.01 
 Facklamia tabacinasalis 0.01 

 Weissella hellenica 0.01 
 Youngiibacter fragilis 0.01 

 Helcococcus kunzii 0.01 
 Advenella kashmirensis 0.01 
 Acinetobacter indicus 0.01 

 Corynebacterium suicordis 0.01 
 Helcobacillus massiliensis 0.01 

 Sphingobacterium hotanense 0.01 
 Loriellopsis cavernicola 0.01 
 Aerococcus urinaeequi 0.01 
 Acetivibrio saccincola 0.01 
 Methylorubrum populi 0.01 
 Erwinia gerundensis 0.01 

Miscellaneous unidentified 0.09 
Total 100.00 

 

Bag 34 Shepparton 
Bag 34 % Hits 

 Staphylococcus pettenkoferi 74.53 
 Rothia koreensis 4.95 

 Corynebacterium tuberculostearicum 4.16 
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 Moraxella osloensis 1.73 
 Corynebacterium falsenii 1.02 
 Corynebacterium jeikeium 1.01 
 Corynebacterium resistens 1.00 
 Corynebacterium ihumii 0.71 
 Brevibacterium iodinum 0.70 

 Brachybacterium huguangmaarense 0.69 
 Corynebacterium massiliense 0.64 
 Staphylococcus massiliensis 0.60 

 Rhodococcus corynebacterioides 0.55 
 Kytococcus schroeteri 0.52 
 Anaerococcus octavius 0.47 

 Brevibacterium paucivorans 0.46 
 Corynebacterium minutissimum 0.45 

 Micrococcus luteus 0.44 
 Dietzia timorensis 0.33 

 Mammaliicoccus lentus 0.27 
 Cryobacterium soli 0.23 

 Macrococcus caseolyticus 0.22 
 Dermacoccus profundi 0.22 
 Acinetobacter johnsonii 0.21 

 Finegoldia magna 0.19 
 Acetobacter fabarum 0.16 

 Pectobacterium aroidearum 0.15 
 Psychrobacter pulmonis 0.15 

 Acinetobacter lwoffii 0.14 
 Brevundimonas vesicularis 0.13 

 Deinococcus taklimakanensis 0.13 
 Paracoccus hibisci 0.13 

 Pseudomonas aeruginosa 0.13 
 Facklamia languida 0.12 
 Peptoniphilus olsenii 0.11 

 Peptoniphilus grossensis 0.10 
 Methylobacterium longum 0.10 

 Corynebacterium amycolatum 0.09 
 Corynebacterium appendicis 0.09 

 Corynebacterium halotolerans 0.09 
 Epilithonimonas hominis 0.08 

 Rhodococcus fascians 0.07 
 Anaerococcus provencensis 0.07 

 Corynebacterium bovis 0.06 
 Rothia amarae 0.06 



 14 

 Jeotgalicoccus huakuii 0.06 
 Streptococcus salivarius 0.06 

 Diplorickettsia massiliensis 0.06 
 Corynebacterium camporealensis 0.05 

 Ezakiella coagulans 0.05 
 Streptococcus mitis 0.04 

 Fenollaria massiliensis 0.04 
 Anaerococcus nagyae 0.04 

 Chryseobacterium indoltheticum 0.04 
 Methylorubrum populi 0.04 

 Mycolicibacterium iranicum 0.03 
 Blautia wexlerae 0.03 

 Ruminococcus bromii 0.03 
 Methylobacterium jeotgali 0.03 

 Corynebacterium glyciniphilum 0.03 
 Corynebacterium suicordis 0.03 

 Dermabacter hominis 0.03 
 Phycicoccus elongatus 0.03 

 Bacillus paralicheniformis 0.03 
 Ignavigranum ruoffiae 0.03 
 Lactococcus cremoris 0.03 

 [Ruminococcus] torques 0.03 
 Peptoniphilus ivorii 0.03 

 Sphingomonas kyungheensis 0.03 
 Shigella sonnei 0.03 

 Acinetobacter guillouiae 0.03 
 Glutamicibacter bergerei 0.02 

 Phocaeicola vulgatus 0.02 
 Nosocomiicoccus ampullae 0.02 

 Staphylococcus pasteuri 0.02 
 Sphingomonas aerolata 0.02 
 Acinetobacter ursingii 0.02 

Other 0.02 
 Corynebacterium frankenforstense 0.02 

 Gordonia sputi 0.02 
 Brevibacterium pityocampae 0.02 

 Propioniferax innocua 0.02 
 Aerococcus urinaeequi 0.02 

 Leuconostoc pseudomesenteroides 0.02 
 [Eubacterium] rectale 0.02 
 Anaerococcus prevotii 0.02 

 Simplicispira metamorpha 0.02 
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 Acinetobacter seohaensis 0.02 
 Corynebacterium caspium 0.01 

 Corynebacterium urealyticum 0.01 
 Porphyromonas somerae 0.01 

 Deinococcus fonticola 0.01 
 Enterococcus faecalis 0.01 
 Clostridium saudiense 0.01 

 Faecalibacterium prausnitzii 0.01 
 Anaerococcus senegalensis 0.01 

 Anaerococcus vaginalis 0.01 
 Actinomyces viscosus 0.01 

 Gleimia europaea 0.01 
 Bifidobacterium faecale 0.01 

 Corynebacterium doosanense 0.01 
 Corynebacterium 

pseudodiphtheriticum 0.01 

 Dietzia cercidiphylli 0.01 
 Williamsia muralis 0.01 

 Barrientosiimonas marina 0.01 
 Curtobacterium herbarum 0.01 

 Microbacterium maritypicum 0.01 
 Rothia mucilaginosa 0.01 
 Serinicoccus profundi 0.01 
 Streptomyces cacaoi 0.01 

 Flavobacterium viscosus 0.01 
 Kaistella jeonii 0.01 

 Aerosakkonema funiforme 0.01 
 Abyssicoccus albus 0.01 

 Carnobacterium inhibens 0.01 
 Streptococcus agalactiae 0.01 

 Gemmiger formicilis 0.01 
 Fusicatenibacter saccharivorans 0.01 

 [Eubacterium] siraeum 0.01 
 Negativicoccus succinicivorans 0.01 

 Methylobacterium bullatum 0.01 
 Haematobacter massiliensis 0.01 

 Enterobacter cloacae 0.01 
 Pseudomonas fragi 0.01 

 Pseudomonas paralactis 0.01 
Total 100.00 
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Bag 35 Melbourne Metropolitan 
Bag 35 % Hits 

 Staphylococcus pettenkoferi 68.85 
 Rothia koreensis 11.78 

 Corynebacterium tuberculostearicum 3.08 
 Moraxella osloensis 1.81 

 Corynebacterium massiliense 1.31 
 Staphylococcus massiliensis 1.14 

 Brevibacterium iodinum 1.03 
 Corynebacterium jeikeium 1.01 

 Brachybacterium huguangmaarense 1.01 
 Corynebacterium resistens 0.92 
 Corynebacterium ihumii 0.78 

 Corynebacterium minutissimum 0.65 
 Dietzia timorensis 0.52 

 Brevibacterium paucivorans 0.48 
 Anaerococcus octavius 0.39 

 Finegoldia magna 0.38 
 Micrococcus luteus 0.32 

 Stenotrophomonas rhizophila 0.27 
 Bacillus paralicheniformis 0.26 

 Rhodococcus corynebacterioides 0.20 
 Kytococcus schroeteri 0.19 
 Jeotgalicoccus huakuii 0.18 
 Mammaliicoccus lentus 0.16 

 Gleimia europaea 0.14 
 Peptoniphilus grossensis 0.12 

 Brevundimonas vesicularis 0.12 
 Acinetobacter johnsonii 0.12 
 Dermacoccus profundi 0.12 

 Epilithonimonas hominis 0.12 
 Acinetobacter lwoffii 0.12 

 Corynebacterium falsenii 0.11 
 Cryobacterium soli 0.11 

 Corynebacterium glyciniphilum 0.11 
 Peptoniphilus olsenii 0.11 

 Corynebacterium amycolatum 0.10 
 Psychrobacter pulmonis 0.10 

 Shigella sonnei 0.10 
 Corynebacterium bovis 0.09 
 Enterococcus faecalis 0.09 
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 Acinetobacter ursingii 0.09 
 Facklamia languida 0.09 

 Methylobacterium longum 0.08 
 Paracoccus hibisci 0.07 

 Macrococcus caseolyticus 0.07 
 Anaerococcus provencensis 0.05 

 Dermabacter hominis 0.05 
 Diplorickettsia massiliensis 0.04 

 Corynebacterium pseudodiphtheriticum 0.04 
 Deinococcus taklimakanensis 0.04 

 Streptococcus salivarius 0.04 
 Rhodococcus fascians 0.03 

 Kaistella jeonii 0.03 
 Sphingomonas kyungheensis 0.03 
 Corynebacterium appendicis 0.03 

 Anaerococcus nagyae 0.03 
 Helcococcus sueciensis 0.03 

 Pseudomonas aeruginosa 0.03 
 Corynebacterium kroppenstedtii 0.02 

 Corynebacterium suicordis 0.02 
 Barrientosiimonas marina 0.02 
 Anaerococcus senegalensis 0.02 
 Methylobacterium jeotgali 0.02 

 Enterobacter cloacae 0.02 
 Aerococcus urinaeequi 0.02 
 Fastidiosipila sanguinis 0.02 

 Methylobacterium bullatum 0.02 
 Roseomonas gilardii 0.02 

 Corynebacterium doosanense 0.02 
 Phycicoccus elongatus 0.02 

 Brevundimonas naejangsanensis 0.02 
 Methylorubrum populi 0.02 

 Winkia neuii 0.01 
 Brevibacterium pityocampae 0.01 

 Kocuria dechangensis 0.01 
 Rothia amarae 0.01 

 Serinicoccus profundi 0.01 
 Propioniferax innocua 0.01 
 Streptomyces cacaoi 0.01 

 Chryseobacterium greenlandense 0.01 
 Ornithobacterium rhinotracheale 0.01 
 Sphingobacterium daejeonense 0.01 
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 Brochothrix thermosphacta 0.01 
 Staphylococcus caprae 0.01 

 Streptococcus mitis 0.01 
 Methylobacterium indicum 0.01 

 Tsuneonella rigui 0.01 
 Massilia suwonensis 0.01 

 Pseudomonas paralactis 0.01 
 Aliterella antarctica 0.01 

 Loriellopsis cavernicola 0.01 
 Jeotgalicoccus schoeneichii 0.01 

 Ignavigranum ruoffiae 0.01 
 Fenollaria massiliensis 0.01 
 Romboutsia timonensis 0.01 

 Negativicoccus succinicivorans 0.01 
 Ezakiella coagulans 0.01 

Miscellaneous unidentified 0.10 
Total 100.00 

 

Bag 38 Shepparton 
Bag 38 % Hits 

 Staphylococcus pettenkoferi 69.75 
 Rothia koreensis 9.57 

 Corynebacterium tuberculostearicum 4.19 
 Brachybacterium huguangmaarense 2.72 

 Corynebacterium massiliense 1.69 
 Brevibacterium iodinum 1.45 

 Corynebacterium resistens 1.24 
 Mammaliicoccus lentus 0.94 
 Corynebacterium ihumii 0.70 

 Corynebacterium jeikeium 0.66 
 Anaerococcus octavius 0.61 

 Moraxella osloensis 0.58 
 Corynebacterium minutissimum 0.56 
 Chryseobacterium indoltheticum 0.36 

 Corynebacterium falsenii 0.30 
 Paracoccus hibisci 0.30 
 Micrococcus luteus 0.28 
 Finegoldia magna 0.28 

 Kytococcus schroeteri 0.26 
 Corynebacterium bovis 0.19 

 Brevibacterium paucivorans 0.18 
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 Enterococcus faecalis 0.18 
 Bacillus paralicheniformis 0.16 

 Rothia amarae 0.15 
 Helcococcus kunzii 0.14 

 Dermacoccus profundi 0.14 
 Anaerococcus provencensis 0.14 

 Corynebacterium amycolatum 0.14 
 Acinetobacter guillouiae 0.13 

 Staphylococcus massiliensis 0.12 
 Cryobacterium soli 0.11 

 Macrococcus caseolyticus 0.10 
 Facklamia languida 0.10 
 Dietzia timorensis 0.09 

 Corynebacterium halotolerans 0.08 
 Brevundimonas vesicularis 0.07 

 Acinetobacter johnsonii 0.07 
 Anaerococcus nagyae 0.06 

 Methylobacterium jeotgali 0.06 
 Acinetobacter lwoffii 0.06 
 Rhodococcus fascians 0.06 

 Peptoniphilus grossensis 0.06 
 Sphingomonas kyungheensis 0.05 

 Peptoniphilus olsenii 0.05 
 Methylobacterium longum 0.05 

 Ignavigranum ruoffiae 0.04 
 Psychrobacter pulmonis 0.04 

 Corynebacterium appendicis 0.04 
 Rhodococcus corynebacterioides 0.03 

Other 0.03 
 Williamsia muralis 0.03 

 Anaerococcus senegalensis 0.03 
 Dermabacter hominis 0.02 
 Jeotgalicoccus huakuii 0.02 
 Fenollaria massiliensis 0.02 

 Methylobacterium indicum 0.02 
 Arsenicicoccus piscis 0.02 

 Staphylococcus pasteuri 0.02 
 Streptococcus mitis 0.02 

 Diplorickettsia massiliensis 0.02 
 Pseudomonas fragi 0.02 

 Arsenicicoccus bolidensis 0.01 
 Staphylococcus lugdunensis 0.01 



 20 

 Aerococcus urinaeequi 0.01 
 Streptococcus salivarius 0.01 

 Ezakiella coagulans 0.01 
 Anaerococcus prevotii 0.01 

 Peptoniphilus ivorii 0.01 
 Sphingobium limneticum 0.01 
 Sphingomonas aerolata 0.01 

 Massilia suwonensis 0.01 
 Stenotrophomonas rhizophila 0.01 

 Actinomyces viscosus 0.01 
 Corynebacterium frankenforstense 0.01 

 Corynebacterium suicordis 0.01 
 Flavobacterium viscosus 0.01 
 Loriellopsis cavernicola 0.01 

 Deinococcus proteolyticus 0.01 
 Abyssicoccus albus 0.01 

 Nosocomiicoccus ampullae 0.01 
 Staphylococcus caprae 0.01 

 Alloiococcus otitis 0.01 
 Carnobacterium inhibens 0.01 
 Anaerobutyricum hallii 0.01 

 Blautia luti 0.01 
 [Eubacterium] siraeum 0.01 
 Romboutsia timonensis 0.01 
 Ezakiella massiliensis 0.01 

 Methylobacterium bullatum 0.01 
Miscellaneous unidentified 0.07 

Total 100.00 

Bag 40 Shepparton 
Bag 40 % Hits 

 Staphylococcus pettenkoferi 75.87 
 Rothia koreensis 6.05 

 Corynebacterium tuberculostearicum 2.80 
 Moraxella osloensis 1.83 

 Corynebacterium massiliense 1.52 
 Corynebacterium resistens 1.10 

 Staphylococcus massiliensis 1.10 
 Corynebacterium jeikeium 1.07 
 Brevibacterium iodinum 1.06 

 Brachybacterium huguangmaarense 0.89 
 Corynebacterium minutissimum 0.76 



 21 

 Corynebacterium ihumii 0.60 
 Corynebacterium halotolerans 0.56 

 Nosocomiicoccus ampullae 0.55 
 Cryobacterium soli 0.52 

 Brevibacterium paucivorans 0.48 
 Anaerococcus octavius 0.29 

 Corynebacterium appendicis 0.21 
 Micrococcus luteus 0.19 

 Corynebacterium falsenii 0.17 
 Dietzia timorensis 0.15 

 Kytococcus schroeteri 0.15 
 Facklamia languida 0.14 

 Corynebacterium amycolatum 0.11 
 Anaerococcus provencensis 0.11 

 Dermacoccus profundi 0.08 
 Psychrobacter pulmonis 0.08 
 Peptoniphilus grossensis 0.08 

 Finegoldia magna 0.07 
 Brevundimonas vesicularis 0.07 

 Blautia wexlerae 0.06 
 Paracoccus hibisci 0.06 

 Deinococcus taklimakanensis 0.05 
 [Pseudomonas] geniculata 0.05 

 Propioniferax innocua 0.05 
 Jeotgalicoccus huakuii 0.05 
 Acinetobacter johnsonii 0.04 

 Pseudomonas aeruginosa 0.04 
 Corynebacterium bovis 0.04 
 Enterococcus faecalis 0.04 
 [Eubacterium] rectale 0.04 
 Ezakiella coagulans 0.04 
 Peptoniphilus olsenii 0.04 

 Rhodococcus corynebacterioides 0.04 
 Streptococcus salivarius 0.03 

 Peptoniphilus ivorii 0.03 
 Acinetobacter lwoffii 0.03 

 Corynebacterium glyciniphilum 0.03 
 Arsenicicoccus dermatophilus 0.03 

 Ignavigranum ruoffiae 0.03 
 Streptococcus mitis 0.03 

 Romboutsia timonensis 0.03 
 Epilithonimonas hominis 0.02 
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 Staphylococcus pasteuri 0.02 
 Fusicatenibacter saccharivorans 0.02 

 Anaerococcus senegalensis 0.02 
 Methylobacterium longum 0.02 

 Pseudomonas fragi 0.02 
 Corynebacterium frankenforstense 0.01 

 Kocuria coralli 0.01 
 Phocaeicola vulgatus 0.01 

 Kaistella jeonii 0.01 
 Macrococcus caseolyticus 0.01 

 Blautia caecimuris 0.01 
 [Ruminococcus] torques 0.01 
 Anaerococcus nagyae 0.01 
 Anaerococcus prevotii 0.01 

 Sphingomonas kyungheensis 0.01 
Other 0.01 

 Corynebacterium suicordis 0.01 
 Nesterenkonia lacusekhoensis 0.01 

 Bacteroides uniformis 0.01 
 Porphyromonas bennonis 0.01 
 Sphingobacterium faecium 0.01 

 Gemmiger formicilis 0.01 
 Lachnospira eligens 0.01 
 Veillonella dispar 0.01 

 Methylobacterium jeotgali 0.01 
Miscellaneous unidentified 0.11 

Total 100.00 
 


